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Offer specifications for Project AO1_004 ACGT2

The offer includes the Isolation of HMW DNA, direct labelling of the HMW DNA, optical genome mapping on the Saphyr instrument and
data analysis using the Saphyr server to create de novo assembly for genome-wide structural variations detection.

Input material

Number of samples: 4
Origin: Human
Source: Peripheral blood

Form for shipping: Frozen blood

Quantity: 1.5M cells
Aliquots per sample: 2
Shipping conditions: dry ice
Storage conditions: -80°C

The sample transportation to the IAB Olomouc service laboratory is included in the price of the service.

Output

Bioinformatics
Structure variant (SV) data is shared using the Bionano Access visualisation software.

Delivery

The data will be delivered to you via the Bionano Access software

Raw molecule data, assemblies, and variant annotations will be uploaded to a Bionano Access server where you can interactively
visualize, filter, classify, and curate variants of interest and generate reports

Bulk data downloads can also be made available upon request








