PURCHASE ORDER No. 002240070

Customer : J. Heyrovsky Institute of Physical Chemistry of the CAS, v. v. i.

DolejSkova 2155/3, 182 23 Prague 8, Czech Republic
VAT No.CZ61388955

Supplier :

Delivery address : _
J. Heyrovsky Institute of Physical Chemistry of the CAS, v. v. i. VAT :
Contact : metabion international AG
Phone : GSM :
Fax : e-mail : orders@jh-inst.cas.cz i

_ Semmelweisstr. 3
Re?uested delivery date ex s.tockh . 82152 Planegg
De |-very term . DAP Praha GERMANY
Project No. : 302524
We order: Total Price
. 2 335,96
Items according to your Quotation No. QUO026607 dated 20.02.2024 in the attachment.
Packing and delivery charges upto DAP Prague 8 is included.
Expected total amount (without VAT) 2 335,96 EUR

IMPORTANT:

1. The Names of the contact persons should NOT be shown in the billing address

2. Please always indicate the Purchase Order number (Delivery documents, Invoice)
3. Billing Adress equals "Customer" and "Delivery Adress"

4. Contact person for the shipping agent/courier:

5. SINGLE SHIPMENT REQUIRED

Would you be so kind to send me the Link for tracking the package after you will dispatch it.

Due to INTRASTAT REPORTING it is necessary to indicate the following data in the Invoice or in the Packing List:
Customs Tariff No. (HS Code) - No. of pcs. - Ntto weight — Country of Origin — Country of Despatch
To enclose Data Safety sheet in case of dangerous cargo.

At the same time we would like to ask you for sending us your order confirmation.

We would like to inform you that since February 2010 a new Act No. 284/2009 Coll. of payments is valid which prohibits us to
pay the bank charges of foreign banks.

This Act incorporates the relevant provisions of the European Communities

- Directive of the European Parliament and Council 98/26/EC of 19 May 1998 on settlement finality in payment and
settlement of securities

- Directive of the European Parliament and Council 2000/46/EC of 18 September 2000 on the business of electronic money,
pursuit and prudential supervision of the activities

- Directive of the European Parliament and Council 2007/64/EC of 13 November 2007 on payment services in the internal
market and amending Directives 97/7/EC, 2002/65/EC, 2005/60/EC and 2006/48/EC and repealing Directive 97/5/EC

and follows directly applicable regulation of the European Communities

- Regulation of the European Parliament and Council Regulation (EC) No. 2560/2001 of 19 December 2001 on cross-border payments in euro.

PAYMENT TERMS: advance payment based on proforma invoice, wire transfer
Bank: CSOB - Praha 1, Na P¥ikopé 14, BIC (SWIFT): CEKOCZPP

Account No. (USD) 478572 403/0300, CZ42 0300 0000 0004 7857 2403
Account No. (EUR) 478572 593/0300, CZ53 0300 0000 0004 7857 2593

Date of issue :20.02.2024 PRO.FA FA Intrastat JSD Registr smluv

Setup: ANO NE

stamp, signature



mailto:bozena.molova@jh-inst.cas.cz

Quotation metabion

J. Heyrovsky Institute Prague metabion international AG
Semmelweisstr. 3

DolejSkova 2155/3 82152 Planegg

18223 Prague Germany

Czech Republic

Quotation No: QUO026607 Date: 20.02.2024
Customer: Quotation date: 20.02.2024
Customer No: 602039-3 offer valid till: 20.05.2024

Period of payment: Prepayment

Remarks:

L Price per
Pos. Description position
1 MCpG_lead, Desalted, 0,04 pmol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo 72,56 EUR

Sequence: 5'- CTG TAG CTC ATC ATG TAC CAG CGATCC GCA CAT CTT CGA GCA TA(5-Me-dC) GT(5-Me-dC)
GT(5-Me-dC) GCT TAG TAC GAT CTG TTG CTAGGATGG CC  -3', (No. Bases: 80)

2 MCpG_comp, Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 22,40 EUR
Sequence: 5'- GAC GGG AGAATT AAC TGG CCATCC TAG CAA CAG ATC GTACTAAGC GAC GAC GTATGC
TCG AAG ATG TGC GGATCG CTG GT  -3', (No. Bases: 80)

3 RCpG_lead, Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 22,40 EUR
Sequence: 5'- TTG CCT GAG AGT CTG GGG CTC CTT CAACTG ACAACATGC CGT TAC GTC GTC GCA CCA
TCG ATT GAT TCAGCG GAC GGT GT  -3', (No. Bases: 80)

4 RCpG_comp, Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 22,40 EUR
Sequence: 5'- CGA CAATAAACAACATAC ACC GTC CGC TGAATC AAT CGATGG TGC GAC GAC GTAACG
GCATGT TGT CAG TTGAAG GAG CC  -3', (No. Bases: 80)

5 sidA_1[4]_2[4], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 9,52 EUR
Sequence: 5- TTT TTT TTC CAC CACCCTTTC GTCACTTTTTTTT  -3', (No. Bases: 34)

6 sidA_11[4]_12[4], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 9,52 EUR
Sequence: 5'- TTT TTT TTACAG CTT GAATATTCG GTTTTTTTTT  -3', (No. Bases: 34)

7 sidA_13[4]_14[4], Desalted, 0,04 pmol, diss. 100 M in H20, QC: Mass Check, DNA Oligo 9,52 EUR
Sequence: 5- TTT TTT TTC GCT GAG GCGACAGCATCTTTTTTTT -3, (No. Bases: 34)

8 sidA_15[4]_16[4], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 9,52 EUR
Sequence: 5- TTT TTT TTG GAACGAGGT TCCATTAATTTTTTTT  -3', (No. Bases: 34)

9 sidA_17[4]_18[4], Desalted, 0,04 pmol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo 9,52 EUR
Sequence: 5'- TTT TTT TTA CGG GTAAATACACTAAATTTTTTTT  -3', (No. Bases: 34)

10 sidA_19[4]_20[4], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 9,52 EUR
Sequence: 5- TTT TTT TTACAC TCATCTATCATC GCTTTTTTTT  -3', (No. Bases: 34)

11 sidA_21[4]_22[4], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 9,52 EUR
Sequence: 5- TTT TTT TTC TGATAAATT TGAGAT GGTTTTTTTT  -3', (No. Bases: 34)

12 sidA_23[4]_24[4], Desalted, 0,04 pmol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo 9,52 EUR
Sequence: 5'-TTT TTT TTT TTAATT TCGAGAGGC TTTTTTTTTT  -3', (No. Bases: 34)

13 sidA_25[4]_26[4], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 9,52 EUR
Sequence: 5- TTT TTT TTT TGC AAAAGA GCAAACTCTTTTTTTT  -3', (No. Bases: 34)

14 sidA_27[4]_28[4], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 9,52 EUR
Sequence: 5- TTT TTT TTC AACAGG TCG TGG CAT CAT TTTTTTT  -3', (No. Bases: 34)

15 sidA_29[4]_30[4], Desalted, 0,04 pmol, diss. 100 M in H20, QC: Mass Check, DNA Oligo 9,52 EUR
Sequence: 5- TTT TTT TTATTC TAC TACAATATGATTTTTTTTT  -3', (No. Bases: 34)

16 sidA_3[4]_4[4], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 9,52 EUR
Sequence: 5- TTT TTT TTC AGT ACAAATAAAGTTTTTTTTTTTT  -3', (No. Bases: 34)
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sidA_31[4]_32[4], Desalted, 0,04 pmol, diss. 100 M in H20, QC: Mass Check, DNA Oligo 9,52 EUR
Sequence: 5'- TTT TTT TTATTC AAC CGTAAC CAATATTTTTTTT  -3', (No. Bases: 34)
sidA_33[4]_31[27], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 10,64 EUR
Sequence: 5- TTT TTT TTG GAA CGC CAT CAAAAACAT TTTTTTCTAGC -3/, (No. Bases: 38)
sidA_5[4]_6[4], Desalted, 0,04 ymol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo 9,52 EUR
Sequence: 5'-TTTTTTTTG TCG TCTTTACAG TTTCATTTTTTTT  -3', (No. Bases: 34)
sidA_7[4]_8[4], Desalted, 0,04 ymol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo 9,52 EUR
Sequence: 5- TTT TTT TTG CGG AGT GAAAAT CTC CATTTTTTTT  -3', (No. Bases: 34)
sidA_9[4]_10[4], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 9,562 EUR
Sequence: 5- TTT TTT TTAAAAAAAGGATTTCTTAATTTTTTTT  -3', (No. Bases: 34)
corB_2[27]_0[4], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 10,64 EUR
Sequence: 5'- CAC TGAGTC ATT TTACCG CCACCC TCAGAGTTTTTTTT  -3', (No. Bases: 38)
corB_14[27]_9[27], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 11,76 EUR
Sequence: 5'- AGC GAAATT GCA GGAACC GAT TAC CGATGA GGT GAC TCC AAA  -3', (No. Bases: 42)
corB_20[27]_15[27], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 11,76 EUR
Sequence: 5- AGATTT GTT TGA CCAAAA GAAATA CGT AAG GAAGTG TAG CAA  -3', (No. Bases: 42)
corB_26[27]_21[27], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 11,76 EUR
Sequence: 5'- GAC CGG AAAGTT TTAAAT AGC AAC TTTAAT TGG GCT GTG TCG -3, (No. Bases: 42)
corB_30[27]_27[27], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- TCA CCATAT AGT AGT GAAAAGAGGATTA -3, (No. Bases: 28)
corB_8[27]_3[27], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 11,76 EUR
Sequence: 5'- ACG TTG AGAATA GAA CTT TCA CCA GAC GAACGATCC TACAAC  -3', (No. Bases: 42)
corC_0[34]_0[35], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 11,76 EUR
Sequence: 5'- CCT CAG ACA GGG ATA GCAAGC CCAATT GCT CAGAAC CGC CAC -3, (No. Bases: 42)
corC_10[34]_10[35], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 11,76 EUR
Sequence: 5'- TGC TTT CAG TTG CGC CGA CAATGA CAAAAG GGT TTATCAGCT  -3', (No. Bases: 42)
corC_14[34]_14[35], Desalted, 0,04 ymol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo 11,76 EUR
Sequence: 5'- CCT CAG CCG GCT ACA GAG GCT TTG AGC AGT CGG GAT CGT CAC -3, (No. Bases: 42)
corC_16[34]_16[35], Desalted, 0,04 ymol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo 11,76 EUR
Sequence: 5'- TTT CAT GAT GCC ACT ACG AAG GCA CCC AGAGAC TAAAGACTT  -3', (No. Bases: 42)
corC_18[34]_18[35], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 11,76 EUR
Sequence: 5'- AAG AGG CCC CAG CGA TTATAC CAA GCG AAC AAC CTAAAACGA  -3', (No. Bases: 42)
corC_2[34]_2[35], Desalted, 0,04 pymol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo 11,76 EUR
Sequence: 5'- ACC GTAAGC CTG TAG CAT TCC ACA GAT GAG AGG AAC CCATGT -3/, (No. Bases: 42)
corC_20[34]_22[35], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5- ACAACG GAAATC CGC GAC CTGAGAACGA -3, (No. Bases: 28)
corC_22[34]_24[35], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- GTA GTAAAT CAT TGT GAATTAGAC GATA  -3', (No. Bases: 28)
corC_24[34]_26[35], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- AAAACC AGC CAG AGG GGG TAATTCAAAG -3, (No. Bases: 28)
corC_26[34]_28[35], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5- CGAACC AGA GAG TAC CTTTAATTT GGG G -3', (No. Bases: 28)
corC_28[34]_30[35], Desalted, 0,04 ymol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- CGC GAG CTAGCATTAACATCC CGGAGAC  -3', (No. Bases: 28)
corC_30[34]_32[35], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- AGT CAAATG ATAAAT TAATGC TTG TTAA  -3', (No. Bases: 28)
corC_32[34]_31[48], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 11,76 EUR
Sequence: 5'- ATC AGC TTAATT CGC GTC TGG CCT TCC TTAAAT TTC GGAGAG  -3', (No. Bases: 42)
corC_4[34]_4[35], Desalted, 0,04 uymol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo 11,76 EUR
Sequence: 5'- TTAGCG TTT AGT AAATGAATT TTC TGG GCA CAG CCC TCATAG -3, (No. Bases: 42)
corC_6[34]_6[35], Desalted, 0,04 pymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 11,76 EUR
Sequence: 5'- CTAAAC AAA GGAACAACT AAAGGAATC TGG TAT GGGATTTTG -3, (No. Bases: 42)
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Description
corC_8[34]_8[35], Desalted, 0,04 uymol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TTT TTT CAG GAG CCT TTAATT GTATCG TGT TGC GAATAATAA  -3', (No. Bases: 42)

corC_12[34]_12[35], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- CAC GCATGA GTT AAAGGC CGC TTT TGT TAG ACAACC ATC GCC  -3', (No. Bases: 42)

corD_22[48]_20[35], Desalted, 0,04 ymol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- AAA CAC CCT CCATGT TGC GAAACAAAGT  -3', (No. Bases: 28)

corD_26[48]_23[48], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TTC GAG CTAGTAAAACCAGAC CCTTATG  -3', (No. Bases: 28)

corD_30[48]_27[48], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA QOligo
Sequence: 5'- GAAAGG CAATAAATATTT TCATTGCTC C -3/, (No. Bases: 28)

corE_0[55]_2[56], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- CGC CAC CCC GTC GAGAGG GTTGTACCAG  -3', (No. Bases: 28)

corE_10[55]_12[56], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TGA CAG GCC GCC ACC CTCAGAGAG CCG C -3, (No. Bases: 28)

corE_12[55]_14[56], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- CAC CCT CGC CAT CTT TTCATAGCC CCCT  -3', (No. Bases: 28)

corE_14[55]_16[56], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TAT TAG CGAATC AAG TTT GCC CCG TAAT  -3', (No. Bases: 28)

corE_16[55]_18[56], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- CAG TAG CGT AGC ACCATTACC GAG CCAG  -3', (No. Bases: 28)

corE_18[55]_20[56], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- CAAAAT CCG GAAATT ATT CAT AGG GAAG  -3', (No. Bases: 28)

corE_2[55] 4[56], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- GCG GAT AAAAGT ATT AAG AGG CTATTAT  -3', (No. Bases: 28)

corE_20[55]_22[56], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- GTAAAT ATT ACT TAG CCG GAACTT GCC C -3/, (No. Bases: 28)

corE_22[55]_24[56], Desalted, 0,04 pmol, diss. 100 M in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TGA CGA GCG ATT TTAAGAACT CATAACC -3/, (No. Bases: 28)

corE_24[55]_26[56], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- CTC GTT TAT GTT TAG ACT GGAATATCG C  -3', (No. Bases: 28)

corE_26[55]_28[56], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- GTT TTAATT TTG ATAAGAGGTACC TGTT -3, (No. Bases: 28)

corE_28[55]_30[56], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TAG CTA TCA TAC AGG CAAGGC ATT CAAA  -3', (No. Bases: 28)

corE_30[55]_32[56], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- AGG GTGAGG TAG CTATTTTTG GTTAAAA -3/, (No. Bases: 28)

corE_32[55]_31[69], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TTC GCATGT AGC CAG CTT TCATCAACATATATT TTAGAGATC  -3', (No. Bases: 42)

corE_4[55] _6[56], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TCT GAAATC AGT GCC TTGAGT TAATAAG -3, (No. Bases: 28)

corE_6[55]_8[56], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5- TTT TAACCT GAATTTACC GTT GAATGGA  -3', (No. Bases: 28)

corE_8[55]_10[56], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- AAG CGC ATG AGG CAG GTCAGACCAGCAT -3, (No. Bases: 28)

corF_14[69]_9[69], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- GGT CAT AAT CAAAAT CCC TCAGCC ACC AGC CGC CGC GATTGG -3/, (No. Bases: 42)

corF_2[69]_0[56], Desalted, 0,04 uymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TTG CTC AGA TAT AAAGGA GGT TTAGTAC  -3', (No. Bases: 28)

corF_20[69]_15[69], Desalted, 0,04 uymol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TTG AGG GTAAAG GTG GAATTAATT AGC AAG CAG CATTTAGCG -3, (No. Bases: 42)

corF_26[69]_21[69], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- ACT TCAATA GCG TCA CAC TAT GGC TCATAATAA GGC GAG GCG  -3', (No. Bases: 42)

Price per
position
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11,76 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
11,76 EUR
7,84 EUR
7,84 EUR
7,84 EUR
11,76 EUR
7,84 EUR
11,76 EUR
11,76 EUR

Page 3 of 10

metabion international AG  Phone: +49 (0) 89 899363 0 Bank account VR Bank Minchen Land eG ~ VAT-ID: DE 814022671  Registered office: 82152 Planegg
Semmelweisstr. 3 Fax: +49 (0) 89 899363 11 EUR Acc # 844268 Sales Tax No.: Munich District Court HRB 154338
e-mail: info@metabion.com IBAN: DE16 7016 6486 0000 8442 68 143/101/20791 Chairwoman: Dr. Regina Bichlmaier

82152 Planegg
Germany

BIC: GENODEF10HC



Quotation No: QUO026607 Date: 20.02.2024

Pos.

69

70

71

72

73

74

75

76

77

78

79

80

81

82

83

84

85

86

87

88

89

90

91

L. Price per

Description position
corF_30[69]_27[69], Desalted, 0,04 uymol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- GGT AAA GAAAGAATG TCAATACATTTTT  -3', (No. Bases: 28)
corF_8[69]_3[69], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 11,76 EUR
Sequence: 5'- AAA GCC ACC AGT AAG TAC TGG AAC AGT GTC GGAACC TGAGAC  -3', (No. Bases: 42)
corG_20[76]_22[77], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- CAA CCG ACA GAC GGT CAATCACTG CTCA -3, (No. Bases: 28)
corG_22[76]_24[77], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- TTC AGT GTATAC CAG TCAGGAGCATAGT -3, (No. Bases: 28)
corG_24[76]_26[77], Desalted, 0,04 uymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- AAG AGC ACAATACTG CGG AATAGGAAG C -3, (No. Bases: 28)
corG_26[76]_28[77], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- CCG AAA GGC GGATGG CTTAGAACATTTC  -3', (No. Bases: 28)
corG_28[76]_30[77], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- GCAAAT GTAGCAAAATTAAGC CTGAGTA -3, (No. Bases: 28)
corG_30[76]_32[77], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- ATG TGT ATA CAAAGG CTATCAAATTGTA  -3', (No. Bases: 28)
corG_32[76]_31[90], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 11,76 EUR
Sequence: 5'- AAC GTT ATAAAT GTG AGC GAG TAACAA CATATT TAG GTCATT  -3', (No. Bases: 42)
corH_24[90]_20[84], Desalted, 0,04 ymol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo 9,80 EUR
Sequence: 5'- TTACGA GCG TTG GGAACAAAG TAA GGG AAAAAG GG -3', (No. Bases: 35)
corH_30[90]_25[90], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 11,76 EUR
Sequence: 5'- GCAATG CAA TAAAGA TTA GAT GCT TAATGATTAAGC GTC ATA  -3', (No. Bases: 42)
sidl_0[93]_1[93], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 13,44 EUR

Sequence: 5'-TTTTTT TTG TGT ATC ACC GTACTC GTATAG CCC GGAATAGTTTTITTTT  -3', (No. Bases:
48)

sidl_10[93]_11[93], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 13,44 EUR
Sequence: 5'- TTT TTT TTC AGAACC ACC ACC AGACCC TCAGAG CCG CCACTTTTTTTT  -3', (No.
Bases: 48)

sidl_12[93]_13[93], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 13,44 EUR
Sequence: 5- TTT TTT TTC ACC ACC GGAACC GCC TCACCG GAACCAGAGCTTTTTTTT  -3', (No.
Bases: 48)

sidl_14[93]_15[93], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 13,44 EUR
Sequence: 5'-TTTTTT TTT TTC ATC GGC ATT TTC TCAGAC TGTAGC GCGTTTTTTTTT  -3', (No. Bases:
48)

sidl_16[93]_17[93], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 13,44 EUR
Sequence: 5- TTT TTT TTC AAT GAAACC ATC GAT AGG CCG GAAACG TCACTT TTTTTT  -3', (No. Bases:
48)

sidl_18[93]_20[77], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 12,60 EUR
Sequence: 5- TTT TTT TTC GAC TTG AGC CAT TTG GAATTATCACCG TCC GACATT -3/, (No. Bases: 45)

sidl_2[93]_3[93], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 13,44 EUR
Sequence: 5'- TTT TTT TTT AGG ATT AGC GGG GTT TCC TCAAGAGAAGGATTTTTTTTT  -3', (No. Bases:
48)

sidl_4[93]_5[93], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 13,44 EUR
Sequence: 5- TTT TTT TTATGC CCC CTG CCTATT CCC GTATAAACAGTTATTTTTTTT -3, (No. Bases:
48)

sidl_6[93]_7[93], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 13,44 EUR
Sequence: 5'- TTT TTT TTT TGA TGA TAC AGG AGT GCG TCATACATG GCTTTTTTTTTT -3, (No. Bases:
48)

sidl_8[93]_9[93], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 13,44 EUR
Sequence: 5'- TTT TTT TTC AAATAAATC CTC ATT CCT TGATAT TCACAAATTTTTTTT  -3', (No. Bases:
48)

cord_20[97]_22[98], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- CAAAGA CAC CGAACT GAC CAAACC CAAA  -3', (No. Bases: 28)

cord_22[97]_24[98], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- TCAACG TAA GAAAAATCTACGAAC GCCA -3, (No. Bases: 28)
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Description
cord_24[97]_26[98], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- AAA GGAAAATAT TCATTG AAT GATTGCA -3/, (No. Bases: 28)

cord_26[97]_28[98], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TCAAAAATG CTG AAT ATAATG GAT TTAG  -3', (No. Bases: 28)

corJ_28[97]_30[98], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TTT GAC CCC TCA GAG CAT AAACATATAT -3, (No. Bases: 28)

cord_30[97]_32[98], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TTTAAATGC CTGAGA GTC TGG GATTGTA  -3', (No. Bases: 28)

cord_32[97]_31[111], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo

Sequence: 5'- TAA GCAACC GTC GGATTC TCC GTG GGAAAC AGG AAAGCAAAC -3, (No. Bases: 42)

corkK_24[111]_20[98], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- GATACATTT AATAAATTC ATT CTT TGAATG GTT TAC CAG CGC  -3', (No. Bases: 42)

corK_30[111]_25[111], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- GAA CCC TGC TAAATA CGA GTACTG TAG CCAAAG CGC CCCCTC -3, (No. Bases: 42)

corL_20[118]_22[119], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- ATT CAT AAG AGG ACA GAT GAAGAC AAGA -3, (No. Bases: 28)

corL_22[118]_24[119], Desalted, 0,04 ymol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- ACC GGA TAA CGAACT AAC GGAATT CAAC -3, (No. Bases: 28)

corL_24[118]_26[119], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TAATGC AAAATG CTT TAAACAATTATAG  -3', (No. Bases: 28)

corL_26[118]_28[119], Desalted, 0,04 ymol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TCAGAA GTC AACATG TTT TAATCC CAAT -3, (No. Bases: 28)

corL_28[118]_30[119], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TCT GCG ACG GTT GTA CCAAAA GAT AAAA -3, (No. Bases: 28)

corL_30[118]_32[119], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- ATT TTT AAA GAG AAT CGATGAGAAAAG C  -3', (No. Bases: 28)

corL_32[118]_31[132], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- CCC AAAACAAAC GGC GGA TTG ACC GTAAAT AAT CAACGG TAA  -3', (No. Bases: 42)

corM_24[132]_20[119], Desalted, 0,04 pmol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- ATA CCA CAC AAC ATT AAT CTT CGG TGT AAC AAT CAATAG AAA -3, (No. Bases: 42)

corM_30[132]_25[132], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- ACG CAA GAC ATT ATAGTT GATATATGC ACC TGACTG TTCAGA -3/, (No. Bases: 42)

corN_20[139]_20[140], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TTT TGT CCA GAC CAG GCG CAT AGG CTG GAC GGAATAAGTTTA -3, (No. Bases: 42)

corN_22[139]_22[140], Desalted, 0,04 umol, diss. 100 M in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TCAAGA GTA TTA CAG GTA GAAAGA TTACAG GGC TGACCT TCA -3/, (No. Bases: 42)

corN_24[139]_24[140], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TTT AGG AAAACG AGAATG ACC ATAAAAAGA CAT CAGTTGAGA -3, (No. Bases: 42)

corN_26[139]_26[140], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TCT TTA CAC TAAAGT ACG GTG TCT GGT CAT TCAAAAATCAGG -3, (No. Bases: 42)

corN_28[139]_28[140], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- ATATAA CGA CCC TGT AATACT TTT GCTACAAAG TTTCATTCC -3, (No. Bases: 42)

corN_30[139]_30[140], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TAT TTC ATC GTAAAA CTAGCATGT CAAATT GGG AGAAGC CTT  -3', (No. Bases: 42)

corN_32[139]_32[140], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- CCG GTT GTG GGATAG GTCACG TTG GTG TTGATC ATATGTACC  -3', (No. Bases: 42)

corO_20[160]_22[161], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- AGA CAC CTAATT GAG CGC TAACTGAACA  -3', (No. Bases: 28)

corO_22[160]_24[161], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- AAG TCA GCT CCC GAC TTG CGG CGAGGC G -3', (No. Bases: 28)

corO_24[160]_26[161], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TTT TAG CAC AACATG TTCAGC TCCAGAC  -3', (No. Bases: 28)

Price per
position
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11,76 EUR
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11,76 EUR
11,76 EUR
11,76 EUR
11,76 EUR
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7,84 EUR
7,84 EUR
7,84 EUR
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corO_26[160]_28[161], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- GAC GAC ATT CTGACC TAAATTATTTTAG  -3', (No. Bases: 28)
corO_28[160]_30[161], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- TTAATT TAT GGAAAC AGTACATTT GAAT  -3', (No. Bases: 28)
corO_30[160]_32[161], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- TAC CTT TTAATG GAAGGG TTATTG GATT  -3', (No. Bases: 28)
corO_32[160]_31[174], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 11,76 EUR
Sequence: 5'- ATACTT CAG ATG GGC GCATCG TAACCG TTGATT GTGAAC CTA  -3', (No. Bases: 42)
corP_24[174]_20[161], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 11,76 EUR
Sequence: 5'- AAG AAC GGA GGT TTG AAC ACC TAT CAG ATAAAA GAAACG CAA -3/, (No. Bases: 42)
corP_30[174]_25[174], Desalted, 0,04 pmol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo 11,76 EUR
Sequence: 5'- AAT TTC ATAAAT CAC AAATAT TAATGG TAATTC TGT AAT GCA -3/, (No. Bases: 42)
corQ_20[181]_22[182], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- CAA CAT AGA GAT AAC CCACAACGG GAGA -3, (No. Bases: 28)
corQ_22[181]_24[182], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- ATT AAC TTG AAG CCT TAAATC TTATCC G -3', (No. Bases: 28)
corQ_24[181]_26[182], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- GTATTC TGAACG CGC CTG TTTACAAAAG  -3', (No. Bases: 28)
corQ_26[181]_28[182], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- GTAAAG TTT GAAATA CCG ACC CGAGAAA -3, (No. Bases: 28)
corQ_28[181]_30[182], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- ACT TTT TAT ATATGT GAG TGATAATTAC -3/, (No. Bases: 28)
corQ_30[181]_32[182], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- ATT TAACCC ATATCAAAATTACAT CAAT  -3', (No. Bases: 28)
corQ_32[181]_31[195], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 11,76 EUR
Sequence: 5'- ATAATC CGC ATC TGC CAG TTT GAG GGG AGG CAATTTTTG CAC -3, (No. Bases: 42)
corR_24[195]_20[182], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 11,76 EUR
Sequence: 5'- AGAAGG CAA GAT TAC ATT AGA GAATTG AAT ACATAAAGG TGG  -3', (No. Bases: 42)
corR_30[195]_25[195], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 11,76 EUR
Sequence: 5'- ACAAAA TAT AAC CTAAGAACG GTG TGATAG TAC CGATCAACA  -3', (No. Bases: 42)
corS_20[202]_22[203], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- AAAATA CGT TAAGCC CAATAAAAAACAG -3, (No. Bases: 28)
corS_22[202]_24[203], Desalted, 0,04 pmol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- GGAAGC GGT TGC TAT TTT GCAAGC AAAT  -3', (No. Bases: 28)
corS_24[202]_26[203], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- CAG ATA TAT AGATAAGTC CTGATAAGAG  -3', (No. Bases: 28)
corS_26[202]_28[203], Desalted, 0,04 pmol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- AAT ATAAAAATAAGG CGT TAACCAATC G -3, (No. Bases: 28)
corS_28[202]_30[203], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- CAA GAC ATG CTT CTG TAAATC CAAACAT -3, (No. Bases: 28)
corS_30[202]_32[203], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 7,84 EUR
Sequence: 5'- CAA GAAAGT AAAACA GAAATAGAT TATC  -3', (No. Bases: 28)
corS_32[202]_31[216], Desalted, 0,04 pmol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo 11,76 EUR
Sequence: 5'- AGATGATCG ACG ACAGTATCG GCC TCAGTATTC CTAAGAAAT  -3', (No. Bases: 42)
sidT_35[214]_36[214], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 9,52 EUR
Sequence: 5- TTT TTT TTG GCT GCG CAGAAAGGG GGTTTTTTTT  -3', (No. Bases: 34)
sidT_37[214]_38[214], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 9,52 EUR
Sequence: 5- TTT TTT TTATGT GCT GCACGACGG CCTTTTTTTT  -3', (No. Bases: 34)
sidT_39[214]_40[214], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 9,52 EUR
Sequence: 5'- TTT TTT TTAGTG CCAAGT CGTAAT CATTTTTTTT  -3', (No. Bases: 34)
sidT_41[214]_42[214], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 9,52 EUR
Sequence: 5- TTT TTT TTT GGT CATAGC CGGAAG CATTTTTTTT  -3', (No. Bases: 34)
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Description
sidT_43[214]_44[214], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TTT TTT TTTAAAGTG TAACTGCCCGCTTTTTTTT  -3', (No. Bases: 34)

sidT_45[214]_46[214], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5- TTTTTTTTTTTC CAGTCG GCG GTTTGTTTTTTTT  -3', (No. Bases: 34)

sidT_47[214]_48[214], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5- TTT TTT TTC GTATTG GGT TCACCG CCTTTTTTTT  -3', (No. Bases: 34)

sidT_49[214]_50[214], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'-TTTTTTTTT GGC CCTGAG TTTGATGGTTTTTTTT  -3', (No. Bases: 34)

sidT_51[214]_52[214], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5- TTTTTTTTT GGT TCC GAG TTGTTCCATTTTTTTT  -3', (No. Bases: 34)

sidT_53[214]_51[237], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'-TTT TTT TTG TTT GGAACAAGA GTC GTT GAG TAATCG GC  -3', (No. Bases: 38)

corU_24[216]_20[203], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- AAT AGC ACC CAG CTT AAC ATA TAA GAG CGT TAG CAAACG TAG -3, (No. Bases: 42)

corU_30[216]_25[216], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- GAT GAAAGT CGC TAT GCA AAT ATAAGAAGC CAG TAAACAAGA -3, (No. Bases: 42)

corV_32[223]_34[214], Desalted, 0,04 pmol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- ATC ATC AGAAGATCG CAC TCC CGC CATTCATTTTTTTT  -3', (No. Bases: 38)

corV_20[223]_22[224], Desalted, 0,04 pmol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- GCA GTATAAGAAACAATGAAACTTTACA  -3', (No. Bases: 28)

corV_22[223]_24[224], Desalted, 0,04 pmol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- GAG AGAAAC AAT TTTATC CTGTCATTAC  -3', (No. Bases: 28)

corV_24[223]_26[224], Desalted, 0,04 pmol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- CGC GCC CAA AAT AAT ATC CCAAGAGGCA  -3', (No. Bases: 28)

corV_26[223]_28[224], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TTT TCG ATAAAC ACC GGAATC TAT GTAA -3/, (No. Bases: 28)

corV_28[223]_30[224], Desalted, 0,04 pmol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- ATG CTG ATT AAT TAATTT TCC GAG CAAA  -3', (No. Bases: 28)

corV_30[223]_32[224], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- AGAAGATTG CGTAGATTT TCACGGAATT -3, (No. Bases: 28)

corW_22[237]_20[224], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TAG CAG CTAGCAATAGAC TCCTTATTAC  -3', (No. Bases: 28)

corW_26[237]_23[237], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TTT AGG CTC CTAATG TAG GAAAAT CTTA  -3', (No. Bases: 28)

corW_32[237]_27[237], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- GAA GGA GGG TTT AAATTACCT CTT AGAAAT AAC TAATAATTA  -3', (No. Bases: 42)

corW_38[237]_33[237], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TTG TAAAAA GGC GAA GCT GGC ACT GTT GCG CCATTAGCCAGC  -3', (No. Bases: 42)

corW_44[237]_39[237], Desalted, 0,04 pymol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TGC GCT CAA GCC TGATAC GAG CTG TTT CCT CGAATC TTG CAT -3, (No. Bases: 42)

corW_50[237]_45[237], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo

Sequence: 5'- AAATCC TGA GAG TTATTG CCC CGC CAG GGG GGA GAG GGAAAC  -3', (No. Bases: 42)

corX_20[244]_22[245], Desalted, 0,04 pmol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- ATG ATT AAG CTATCT TAC CGA GTC AAAA  -3', (No. Bases: 28)

corX_22[244]_24[245], Desalted, 0,04 pmol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- ATG AAAACC AAC GCT AAC GAG TTTTTAT  -3', (No. Bases: 28)

corX_24[244]_26[245], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TTT CAT CTT ACG AGC ATG TAG ACG CCAA -3/, (No. Bases: 28)

corX_26[244]_28[245], Desalted, 0,04 pmol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- CAT GTAACT AGAAAAAGC CTGTTAGGTT  -3', (No. Bases: 28)

corX_28[244]_30[245], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- GGG TTATTC CTT GAAAAC ATAAAT TATT  -3', (No. Bases: 28)

Price per
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9,62 EUR
9,562 EUR
10,64 EUR
11,76 EUR
11,76 EUR
10,64 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
11,76 EUR
11,76 EUR
11,76 EUR
11,76 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR

7,84 EUR
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Pos.

170

171

172

173

174

175

176

177

178

179

180

181

182

183

184

185

186

187

188

189

190

191

192

193

194

195

Description

corX_30[244]_32[245], Desalted, 0,04 pmol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- CAT TTC ACG TCA GAT GAATAT CAAAGAA -3, (No. Bases: 28)

corX_32[244]_31[258], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo

Date: 20.02.2024

Price per
position

7,84 EUR

11,76 EUR

Sequence: 5'- ACC ACC ATT TCC GGC ACC GCT TCT GGAATG CGG AAACAG TAA -3, (No. Bases: 42)

corX_34[244]_34[245], Desalted, 0,04 pmol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo

11,76 EUR

Sequence: 5'- GGC AAA GGG AAG GGC GAT CGG TGC GGT TAC TGC CGGAAACCA -3/, (No. Bases: 42)

corX_36[244]_36[245], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo

11,76 EUR

Sequence: 5'- TTACGC CTT AAG TTG GGT AAC GCCAGTATC GCC TCTTCG CTA -3/, (No. Bases: 42)

corX_38[244]_38[245], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo

11,76 EUR

Sequence: 5'- CAC GAC GGC CTG CAG GTC GAC TCTAGAAAAGGT TTT CCCAGT  -3', (No. Bases: 42)

corX_40[244]_40[245], Desalted, 0,04 pmol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo

11,76 EUR

Sequence: 5'- TAC CGA GCT GTG TGAAAT TGT TAT CCTATT AGG ATC CCC GGG -3, (No. Bases: 42)

corX_42[244]_42[245], Desalted, 0,04 pmol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo

11,76 EUR

Sequence: 5'- ACA CAA CGG GTG CCT AAT GAG TGA GCC TGAGCT CACAATTCC  -3', (No. Bases: 42)

corX_44[244]_44[245], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo

11,76 EUR

Sequence: 5'- ATT GCG TCT GTC GTG CCAGCT GCATTT GCC TAACTCACATTA  -3', (No. Bases: 42)

corX_46[244]_46[245], Desalted, 0,04 pmol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo

11,76 EUR

Sequence: 5'- AAC GCG CGT GGT TTT TCT TTT CAC CAAAAAAAT GAATCG GCC -3, (No. Bases: 42)

corX_48[244]_48[245], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo

11,76 EUR

Sequence: 5'- ACA GCT GGC AGC AAG CGG TCC ACG CTAAAG GTGAGACGG GCA -3, (No. Bases: 42)

corX_50[244]_50[245], Desalted, 0,04 pmol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo

11,76 EUR

Sequence: 5'- CAG GCG AAAAAT CCC TTATAAATC AAATGC GGT TTG CCC CAG -3, (No. Bases: 42)

corX_52[244] 52[245], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo

11,76 EUR

Sequence: 5'- AGA TAG GCA CTATTAAAG AAC GTG GAC TGAAAG AATAGC CCG  -3', (No. Bases: 42)

corY_22[258] 20[245], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- GTT TAACAG CCC TTC CAAAAGAACTGG C -3, (No. Bases: 28)

corY_26[258]_23[258], Desalted, 0,04 pmol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TTT AAC AAAACC AACAAG CCGCGTCTTT  -3', (No. Bases: 28)

corY_30[258]_27[258], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- AGA GGC GGC GATAGC TCC GGC TTTAGTA -3, (No. Bases: 28)

corZ_20[265]_22[266], Desalted, 0,04 ymol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- GGAATA CTT TAA GAAAAG TAAAGAAAC G -3, (No. Bases: 28)

corZ_22[265] 24[266], Desalted, 0,04 ymol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- ATT TTT TCC AGAGCC TAATTTTCATCGA  -3', (No. Bases: 28)

corZ_24[265]_26[266], Desalted, 0,04 ymol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- GAA CAA GTC AAT AAT CGG CTG TGAGAAT  -3', (No. Bases: 28)

corZ_26[265]_28[266], Desalted, 0,04 ymol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- CGC CAT ATC ATATGC GTTATAACTACCT  -3', (No. Bases: 28)

corZ_28[265]_30[266], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TTT TAA CCT TAG ATTAAG ACG TTACAAA -3, (No. Bases: 28)

corZ_30[265]_32[266], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- ATC GCG CCAGTACCT TTTACATAACATT -3, (No. Bases: 28)

corZ_32[265]_34[266], Desalted, 0,04 ymol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- ATC ATT TAC AAT TCGACAACTAAGTATT  -3', (No. Bases: 28)

corZ_34[265]_36[266], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- AGA CTT TTA GGA GCACTAACAGGT TATC  -3', (No. Bases: 28)

corZ_36[265]_38[266], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TAAAAT ATC AAACCC TCAATC CTTGCT G -3', (No. Bases: 28)

corZ_38[265]_40[266], Desalted, 0,04 ymol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- AAC CTC ACACCG CCT GCAACATGAGGC G -3', (No. Bases: 28)

corZ_40[265]_42[266], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- GTC AGT AGC CCT AAAACATCG TTAATGC -3/, (No. Bases: 28)

7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
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Pos.

196

197

198

199

200

201

202

203

204

205

206

207

208

209

210

211

212

213

214

215

216

217

218

Description

corZ_42[265]_44[266], Desalted, 0,04 ymol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- GCG AAC TTC TGA CCT GAAAGC CAACAGA -3, (No. Bases: 28)

corZ_44[265]_46[266], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- GATAGAAGATTATTTACATTG GCT CAAT -3/, (No. Bases: 28)

corZ_46[265]_48[266], Desalted, 0,04 umol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- CGT CTGACAATATTACCG CCATGCTGG T -3, (No. Bases: 28)

corZ_48[265]_50[266], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- AAT ATC CTACTT CTT TGATTAAAT TAAC -3, (No. Bases: 28)

corZ_50[265]_52[266], Desalted, 0,04 ymol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- CGT TGT ACC TGAGAAGTG TTT GGAACG G -3', (No. Bases: 28)

corZ_52[265]_51[279], Desalted, 0,04 ymol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TAC GCC ACC AAC GTC AAA GGG CGAAAAATT AGA CAT TAT AAT  -3', (No. Bases: 42)

COAA_22[279]_20[266], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- CCAAAT AGC AGATAAACG CAATAATAAC  -3', (No. Bases: 28)

COAA_26[279]_23[279], Desalted, 0,04 pmol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5- GCT TAATTC TTT CCACCG CAC GCCAGTT  -3', (No. Bases: 28)

coAA_32[279]_27[279], Desalted, 0,04 uymol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- GTT TGA GTC GGG AGT ACC AAG CTG AGAACT GAGAGC AAATTC  -3', (No. Bases: 42)

coAA_38[279]_33[279], Desalted, 0,04 ymol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- GCATCA CAATAT CTT GAG GAAACT AATAGATTTAGC GTATTA -3, (No. Bases: 42)

CoAA_44[279]_39[279], Desalted, 0,04 uymol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TTC TGG CGT AAG AAT TAG TCT CCATTAAAC AGA GGG TGC CAC -3/, (No. Bases: 42)

CoAA_50[279]_45[279], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TCA CGC AGT AAT AAT CGG CCT GCC ATT GTT TTGACG CAGATT  -3', (No. Bases: 42)

siAB_20[303]_21[303], Desalted, 0,04 pmol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TTT TTT TTA GAA GGAAAC CGA GGA GCC GAACAAAGTTACCTTTTTTTT  -3', (No.
Bases: 48)

siAB_22[303]_23[303], Desalted, 0,04 pmol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo
Sequence: 5- TTT TTT TTT ATT ATT TAT CCC AAT ACAAAATAAACAGCCATTTTTTTT  -3', (No. Bases: 48)

siAB_24[303]_25[303], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TTT TTT TTG GGT ATT AAACCAAGT TTATCATTC CAAGAACTTTTTTTT  -3', (No. Bases:
48)

SIAB_26[303]_27[303], Desalted, 0,04 pmol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo
Sequence: 5- TTT TTT TTAACG CTC AAC AGT AGG TTACCA GTATAAAGC CTTTTTTTT  -3', (No. Bases:
48)

siAB_28[303]_29[303], Desalted, 0,04 pmol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo
Sequence: 5- TTT TTT TTT ATC AAAATC ATA GGT GAG TCAATAGTGAATTTTTTTTTT -3, (No. Bases:
48)

siAB_30[303]_31[303], Desalted, 0,04 pmol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo
Sequence: 5- TTT TTT TTG CCT GAT TGC TTT GAAAAA CAATAACGGATTCTTTTTTTT -3, (No. Bases:
48)

siAB_32[303]_33[303], Desalted, 0,04 pmol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo
Sequence: 5- TTT TTT TTG TTATTAATT TTAAAAAAT CCT TTG CCC GAACTTTTTTTT  -3', (No. Bases:
48)

siAB_34[303]_35[303], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TTT TTT TTA GAT AAT ACATTT GAG GAT TAG AGC CGT CAATTTTTTTTT  -3', (No. Bases:
48)

SiAB_36[303]_37[303], Desalted, 0,04 pmol, diss. 100 pM in H20, QC: Mass Check, DNA Oligo
Sequence: 5- TTT TTT TTAACA GTT GAAAGG AAT GGT CAG TTG GCAAAT CTTTTTTTT -3, (No. Bases:
48)

siAB_38[303]_39[303], Desalted, 0,04 pmol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TTT TTT TTAAAT GAAAAATCT AAA GCT GAGAGC CAGCAGCTTTTTTTT -3, (No. Bases:
48)

siAB_40[303]_41[303], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo
Sequence: 5'- TTT TTT TTA CCA GCA GAA GAT AAAAAATAC CGAACGAACCTTTTTTTT  -3', (No. Bases:
48)

Price per
position

7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
7,84 EUR
11,76 EUR
7,84 EUR
7,84 EUR
11,76 EUR
11,76 EUR
11,76 EUR
11,76 EUR

13,44 EUR

13,44 EUR

13,44 EUR

13,44 EUR

13,44 EUR

13,44 EUR

13,44 EUR

13,44 EUR

13,44 EUR

13,44 EUR

13,44 EUR
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Quotation No: QUO026607

Date: 20.02.2024

L. Price per
Pos. Description position

219 siAB_42[303]_43[303], Desalted, 0,04 pmol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo 13,44 EUR
Sequence: 5'- TTTTTT TTTATT TTT GAATGG CTATAC GTG GCACAGACAATTTTTTTT -3, (No. Bases:
48)

220 siAB_44[303]_45[303], Desalted, 0,04 ymol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 13,44 EUR
Sequence: 5'- TTT TTT TTA GTAATAAAA GGG ACA CAC CAG TCACAC GACCTTTTTTTT  -3', (No. Bases:
48)

221 siAB_46[303]_47[303], Desalted, 0,04 pmol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo 13,44 EUR
Sequence: 5- TTT TTT TTC ATG GAAATA CCT ACA CAA CAG GAAAAACGC TTTTTTTTT  -3', (No. Bases:
48)

222 siAB_48[303]_49[303], Desalted, 0,04 umol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo 13,44 EUR
Sequence: 5'- TTT TTT TTA GAA GAA CTC AAACTACAT CACTTG CCTGAG TTTTTTTTT  -3', (No. Bases:
48)

223  siAB_50[303]_51[303], Desalted, 0,04 umol, diss. 100 uM in H20, QC: Mass Check, DNA Oligo 13,44 EUR
Sequence: 5'- TTT TTT TTT AAAAGA GTC TGT CCA CAG TGA GGC CAC CGAGTTTTTTTT  -3', (No.
Bases: 48)

224 siAB_52[303]_53[303], Desalted, 0,04 pmol, diss. 100 yM in H20, QC: Mass Check, DNA Oligo 13,44 EUR
Sequence: 5- TTT TTT TTG CCG ATT AAAGGG ATT CCG TCTATCACAGGAGTTTTTTTT  -3', (No. Bases:
48)

Shipping and handling costs 15,00 EUR
VAT-ID: CZCZ61388955 Sum: 2.335,96 EUR

Please note: Net prices excluding tax
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